                      DOE/EML QAP 54 RESULTS (0301)

                                  SRP  No.0  Mean 

         SRP               QAP    ---  of     of        Range

Nuclide  Value    +/-     Value   QAP Labs   Labs    LCL      UCL

** Sample Type = Air   

Alpha     3.8     0.21     3.97   0.96 92     3.66    2.263 -    5.836   A

Am-241    0.451   0.049    0.486  0.93 77     0.487   0.335 -    1.166   A

Beta      2.5     0.15     2.05   1.22 95     2.189   1.558 -    3.116   A

Co-60    21.3     1.4     19.44   1.10 135   19.459  15.358 -   25.272   A

Cs-134    3.2     0.27     2.83   1.13 118    2.689   2.207 -    3.424   W

Cs-137    9.78    1.05     8.76   1.12 137    9.189   6.833 -   11.826   A

Mn-54     7.32    0.8      6.52   1.12 133    6.8     5.216 -    8.867   A

Pu-238    0.208   0.027    0.215  0.97 51     0.207   0.142 -    0.29    A

Pu-239    0.14    0.019    0.136  1.03 51     0.134   0.094 -    0.175   A

Sr-90    10.0     0.3      7.1    1.41 46     7.235   3.905 -   14.555   W

U-234     0.048   0.141    0.046  1.04 37     0.051   0.037 -    0.088   A

U-238     0.048   0.007    0.046  1.04 38     0.048   0.037 -    0.073   A

** Sample Type = Soil  

Am-241   13.7     2.2     14.8    0.93 99    15.303   9.324 -   39.072   A

Bi-212   26.3     6.7     42.0    0.63 82    36.834  18.9   -   51.66    A

Bi-214   28.8     3.2     32.6    0.88 100   31.589  25.428 -   48.9     A

Cs-137 1740.0   176.0   1740.0    1.00 147 1778.28  1392.0  - 2244.6     A

K-40    482.0    49.0    468.0    1.03 129  483.912 374.4   -  641.16    A

Pb-212   29.0     6.5     41.5    0.70 97    41.957  30.71  -   56.44    N

Pb-214   31.3     3.7     34.3    0.91 98    33.271  26.068 -   52.479   A

Pu-239   25.6     3.7     25.6    1.00 70    25.83   18.176 -   34.048   A

Sr-90    88.2    19.0     69.0    1.28 59    71.346  42.09  -  269.79    A

Th-234   39.9    18.0     46.6    0.86 51    55.873  31.688 -  109.976   A

U-234    39.5     6.1     43.6    0.91 47    39.414  30.956 -   55.372   A

U-238    42.2     6.3     46.1    0.92 51    40.845  29.043 -   61.774   A

** Sample Type = Veg   

Am-241    5.39    1.01     6.17   0.87 67     6.664   4.442 -   14.438   W

Cm-244    2.77    0.48     3.69   0.75 33     3.321   2.251 -    5.941   W

Co-60    34.7     2.5     30.4    1.14 110   31.92   22.8   -   45.904   A

Cs-137  929.0    95.0    842.0    1.10 111  879.89  673.6   - 1153.54    A

K-40    704.0    70.0    603.0    1.17 102  646.416 470.34  -  862.29    A

Pu-239    9.25    1.36     9.58   0.97 45     8.976   6.419 -   14.274   A

Sr-90  1270.0    63.0   1330.0    0.95 51  1182.37  691.6   - 1635.9     A

** Sample Type = Water 

Alpha  1703.0   160.0   1900.0    0.90 80  1831.6   1102.0  - 2394.0     A

Am-241    1.65    0.21     1.67   0.99 87     1.713   1.269 -    2.472   A

Beta   1167.0   103.0   1040.0    1.12 89  1104.48  582.4   - 1560.0     A

Co-60   100.0     6.0     98.2    1.02 143  100.95   78.56  -  117.84    A

Cs-137   76.2     7.9     73.0    1.04 142   75.847  58.4   -   90.52    A

H-3     292.0    68.0     79.3    3.68 89    88.499  58.682 -  181.597   N

Pu-238    1.68    0.23     1.58   1.06 61     1.556   1.169 -    1.928   A

Pu-239    1.65    0.23     1.64   1.01 63     1.645   1.23  -    2.066   A

Sr-90     3.87    0.83     4.4    0.88 71     4.303   2.816 -    6.6     A

U-234     1.02    0.14     1.04   0.98 51     1.02    0.832 -    1.456   A

U-238     1.05    0.14     1.04   1.01 53     1.014   0.832 -    1.342   A

Values are Bq/L, Bq/Kg, Bq/filter.

See the explanation of N below

1.) Non-acceptable rating on Pb-212 in soil. Pb-212 was bias low ~30% probably due to spectral 

interference. The other low energy gammas are bias low ~10-20% suggesting that the efficiency 

calibration curve may need some adjustments. Pb-212 is not a nuclide of major concern to our program.

2) Non-acceptable rating on H-3 in water. A bug in an EMCAP averaging routine picked up the matrix spike

and averaged its results with the routine samples. The bug has been documented in the past. The fix is to

modify EMCAP software code. The working fix is to not transfer the matrix spike results into EMCAP or, 

if transferred, reject the matrix spike so that its results will not be averaged with the samples. If this oversight 

had not occurred, the results would have been stated has 83.8 Bk/L for a ratio of 1.06 and within acceptable

limits.
